The asymmetric unit of the title compound, C 10 H 8 BrN 3 O 2 , contains two independent molecules differing primarily in the orientations of the allyl substituents [N-C-C C torsion angles = À125.4 (16) and 116.0 (16) ]. The crystal packing involves slippedstacking of indazole units, together with weak C-HÁ Á ÁO and C-HÁ Á ÁBr hydrogen bonds. The crystal studied was refined as a two-component twin.
data reports Synthesis and crystallization
Allyl bromide (0.8 g, 5 mmol), potassium carbonate (1.24 g, 9 mmol) and a catalytic quantity of tetra-n-butylammonium iodide were added to a solution of 3-bromo-6-nitro-1H-indazole (0.6 g, 3 mmol) in tetrahydrofuran (30 ml). The mixture was stirred at room temperature for 48 h. The solution was then filtered and the solvent removed under reduced pressure. The residue was recrystallized from ethanol solution to afford the title compound as pale-orange plates (yield: 67%).
Figure 2
Detail of the intermolecular interactions. C-HÁ Á ÁO and C-HÁ Á ÁBr hydrogen bonds and the -stacking interactions are shown, respectively, as black, light-orange and brown dashed lines. Computer programs: APEX3 and SAINT (Bruker, 2016) , SAINT (Bruker, 2016) , SHELXT (Sheldrick, 2015a) , SHELXL2016/6 (Sheldrick, 2015b) , DIAMOND (Brandenburg & Putz, 2012) and SHELXTL (Sheldrick, 2008) . Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1 2 ; y À 1 2 ; Àz þ 1 2 ; (ii) Àx þ 3 2 ; y À 1 2 ; Àz þ 1 2 ; (iii) Àx þ 1; Ày þ 1; Àz þ 1; (iv) Àx þ 3 2 ; y þ 1 2 ; Àz þ 1 2 .
Figure 1
The asymmetric unit showing 50% probability ellipsoids. 
Special details
Experimental. Analysis of 329 reflections having I/σ(I) > 12 and chosen from the full data set with CELL_NOW (Sheldrick, 2008) showed the crystal to belong to the monoclinic system and to be twinned by a 180° rotation about the c* axis. The raw data were processed using the multi-component version of SAINT under control of the two-component orientation file generated by CELL_NOW. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Refined as a 2-component twin.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Br1 0.5670 (2) 0.14543 (15) 0.47380 (4) 0.0448 (5) 0.038 (7) 0.027 (6) 0.023 (4) −0.007 (6) 0.004 (4) −0.006 (4) N2 0.034 (7) 0.037 (7) 0.029 (5) 0.005 (6) 0.005 (5) −0.001 (4) N3 0.030 (6) 0.038 (7) 0.033 (5) 0.006 (7) 0.002 (5) 0.004 (5) C1 0.042 (8) 0.023 (7) 0.027 (5) 0.009 (7) 0.003 (6) 0.000 (5) C2 0.021 (6) 0.025 (6) 0.035 (6) 0.003 (7) 0.014 (5) −0.004 (5) C3 0.028 (7) 0.017 (6) 0.038 (6) 0.005 (6) 0.002 (6) −0.002 (5) C4 0.019 (6) 0.023 (6) 0.032 (5) −0.007 (6) 0.004 (5) −0.008 (4) C5 0.020 (7) 0.020 (6) 0.033 (6) 0.002 (6) 0.005 (5) −0.003 (5) C6 0.019 (7) 0.021 (6) 0.038 (6) 0.008 (6) 0.003 (5) 0.000 (5) C7 0.010 (6) 0.027 (6) 0.030 (5) 0.009 (6) 0.004 (5) −0.006 (4) C8 0.042 (9) 0.029 (7) 0.035 (6) −0.012 (7) 0.002 (6) −0.008 (5) C9 0.037 (8) 0.024 (6) 0.030 (5) 0.005 (7) 0.004 (6) −0.005 (5) C10 0.041 (9) 0.039 (9) 0.053 (8) 0.000 (8) 0.005 (8) 0.009 (6) Br2 0.0371 (7) 0.0342 (7) 0.0288 (5) −0.0009 (7) −0.0042 (6) 0.0048 (5) O3 0.058 (7) 0.045 (6) 0.028 (4) 0.022 (6) −0.005 (5) 0.007 (4) O4 0.070 (7) 0.041 (6) 0.031 (4) −0.005 (6) −0.001 (5) −0.012 (4) N4 0.037 (7) 0.030 (6) 0.028 (5) −0.001 (6) −0.003 (4) −0.001 (4) N5 0.038 (7) 0.039 (6) 0.020 (4) −0.001 (6) −0.001 (5) −0.002 (4) N6 0.032 (7) 0.039 (7) 0.025 (4) −0.001 (6) −0.006 (5) 0.008 (5) C11 0.022 (6) 0.036 (8) 0.024 (5) −0.014 (7) −0.003 (5) −0.001 (5) C12 0.028 (7) 0.030 (7) 0.030 (5) −0.003 (7) 0.000 (5) 0.006 (5) 
